Multiple trait prediction for a type of model with heterogeneous genetic and residual covariance structures.
A restricted set of models is defined that allows for heterogeneous genetic and residual covariance structures. Multiple trait models and models with multiple random factors are included. The restriction on the model is that the correlations among genetic effects in different classes are the same. Equivalently, the genetic covariance matrices are assumed to differ between classes due to scaling. This assumption greatly reduces the number of parameters that must be specified and does not adversely affect the computational burden of a mixed model analysis. An application of the model for genetic evaluation of beef cattle is described and illustrated numerically.